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294-95, 306-7, 309, 
312-20, 323-24, 326-27 
biofilm formation as 
microbial development 
and, 50-58, 60-62 
iron metabolism in 
pathogenic bacteria and, 
883, 885, 888-94, 904-6, 
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carbon catabolism in 
Bacillus spp. and, 862 
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Plasmodium spp. and, 
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644-45, 648-49, 656, 
658, 661, 666, 668, 671 
polyphosphate and 
phosphate pump, 721 
START compound 
biofilm formation as 
microbial development 
and, 66 
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bacteria and, 696-97 
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thioredoxin-dependent 
reduction systems, 445, 
450-S1 
Thioredoxins 
glutathione- and 
thioredoxin-dependent 
reduction systems, 
450-51 
Threonine 
iron metabolism in 
pathogenic bacteria and, 
896 
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Plasmodium spp. and, 
161-62, 164-65, 167 
URA-blaster strategy 
Candida albicans 
molecular genetics and, 
475-76 
URA-flipper 
Candida albicans 
molecular genetics and, 
475, 477-78 


Vv 
vacA gene 
Helicobacter 
pylori-associated gastric 
disease and, 621-22 
Vaccines 
cytotoxic T lymphocytes in 
Epstein-Barr 
virus-associated diseases 
and, 42 
genetic manipulation of 
Plasmodium spp. and, 
157-78 
Helicobacter 
pylori-associated gastric 
disease and, 632 
sterol homeostasis in 
Trypanosoma brucei and, 
145-46 
Vacuoles 
Legionella pneumophila 
pathogenesis and, 567, 
584-86, 589-92 
Valkampfia spp. 
microbiological safety of 
drinking water and, 93 
Vector-phytoplasma-plant 
interactions 
phytoplasmas and, 240-41 
Vegetative cycle 
holins as protein clocks of 
bacteriophage infections 
and, 799-819 
Viable but nonculturable 
(VNBC) stages 
microbiological safety of 
drinking water and, 89, 
105-6, 111, 113 
Vibrio cholerae 
bacterial virulence gene 
regulation and, 519, 
533-42 
biofilm formation as 
microbial development 
and, 51, 53-54, 58, 61 
DNA segregation in 
bacteria and, 682 
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iron metabolism in 
pathogenic bacteria and, 
905, 911 
microbiological safety of 
drinking water and, 83, 
98, 103, 105 
pathogenicity islands and 
microbial evolution, 642, 
644-45, 647, 650, 
653-54, 659-60, 662, 
667-68, 670-71 
Vibrio spp. 
biofilm formation as 
microbial development 
and, 56 
iron metabolism in 
pathogenic bacteria and, 
883, 888, 893-94, 905, 
911 
microbiological safety of 
drinking water and, 105 
Vibriobactin 
iron metabolism in 
pathogenic bacteria and, 
888, 893 
Vicia sativa 
root nodulation and 
infection factors, 265 
VIP proteins 
nucleic acid transport in 
plant-microbe interactions 
and, 205-8 
“Viral factories” 
nucleic acid transport in 
plant-microbe interactions 
and, 197-98 
Viral persistence 
cytotoxic T lymphocytes in 
Epstein-Barr 
virus-associated diseases 
and, 19-42 
VirD2/VirE2 proteins 
nucleic acid transport in 
plant-microbe interactions 
and, 201-5 
Virginiamycin 
iron metabolism in 


pathogenic bacteria and, 
920 
Virions 
holins as protein clocks of 
bacteriophage infections 
and, 801, 803 
vir region 
nucleic acid transport in 
plant-microbe interactions 
and, 199 
Virulence 
bacterial virulence gene 
regulation and, 519-54 
Helicobacter 
pylori-associated gastric 
disease and, 621-22 
Legionella pneumophila 
pathogenesis and, 567, 
574-78 
pathogenicity islands and 
microbial evolution, 641, 
649-61 
type III secretory systems 
and, 760-61 
Viruses 
cytotoxic T lymphocytes in 
Epstein-Barr 
virus-associated diseases 
and, 19-42 
microbiological safety of 
drinking water and, 81, 
84-86, 98 
nucleic acid transport in 
plant-microbe interactions 
and, 187-209 
Vitamin C 
Helicobacter 
pylori-associated gastric 
disease and, 632 
VSG molecule 
sterol homeostasis in 
Trypanosoma brucei and, 
145-47 
Vulnibactin 
iron metabolism in 
pathogenic bacteria and, 
888, 893 


Ww 
Wales 
microbiological safety 
of drinking water and, 
89 
Water 
Desulfovibrio oxygen 
respiration and, 827-69 
microbiological safety of 
drinking water and, 
81-113 
wea gene 
biofilm formation as 
microbial development 
and, 62 
Wisconsin 
microbiological safety of 
drinking water and, 87 
Withholding mode 
iron metabolism in 
pathogenic bacteria and, 
881, 883 
World Health Organization 
(WHO) 
history of research, 17 
microbiological safety of 
drinking water and, 83, 
97-98 
WR99210 
genetic manipulation of 
Plasmodium spp. and, 
168-69 


xX 
Xanthine/xanthine oxidase 
sterol homeostasis in 
Trypanosoma brucei and, 
143 
Xanthomonas campestris 
pathogenicity islands and 
microbial evolution, 647, 
651, 660 
X-diseases 
phytoplasmas and, 225, 
234, 237, 240-41 
Xenopus laevis 
nucleic acid transport in 
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plant-microbe interactions 
and, 203 
Xenosiderophores 
iron metabolism in 
pathogenic bacteria and, 
897, 902 
Xylose 
carbon catabolism in 
Bacillus spp. and, 858 


¥ 
Yap 1p transcription factor 
glutathione- and 
thioredoxin-dependent 
reduction systems, 439, 
452-54 
Yeast 
genetic manipulation of 
Plasmodium spp. and, 
173-74 


glutathione- and 
thioredoxin-dependent 


reduction systems, 
439-55 
iron metabolism in 
pathogenic bacteria and, 
907 
nucleic acid transport in 
plant-microbe interactions 
and, 204, 207 
polyphosphate and 
phosphate pump, 712, 
717, 719-23, 725 
transcription and 
translation proteins, 784 
Yellows 
phytoplasmas and, 225, 
228, 233-34, 236-37, 
239-40, 242 
Yersiniabactin 
iron metabolism in 
pathogenic bacteria and, 
888, 890, 893 
Yersinia spp. 


iron metabolism in 
pathogenic bacteria and, 
883, 888-89 

microbiological safety of 
drinking water and, 84, 
90, 103 

pathogenicity islands and 
microbial evolution, 642, 
644-47, 650-51, 655, 
658-60, 663, 667, 
669-71 

type III secretory systems 
and, 735-65 

YopM protein 

type III secretory systems 

and, 760 


Z 

Zeocin 
genetic manipulation of 
Plasmodium spp. and, 

169 
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